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Novel morphological profiling assay to study the role
of endothelial cells in the disease trajectory of liver
cirrhosis in vitro
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e Cultured endothelial cell (HUVEC) monolayers were exposed to 25% stabilized EDTA plasma from patients with compensated cirrho-
sis(n=20), decompensated cirrhosis(n=20) and healthy controls(n=20).

- Develop an unbiased morphological profiling assay to assess the im-

pact of patient-derived plasma on EC phenotype. . Patient specific PHENOTYPIC PROFILES were generated and used for analysis:

- Single-cell morphological profiles were extracted by automated image analysis following staining of multiple cellular components (mito-

. Validate its performance using known stimulants. chondria, nuclei, cytoskeleton, and adherence-junctions) and high-content imaging.
e : : : : - After dimension reduction by Factor Analysis, patient profiles were created by cell-to-patient data aggregation.
» Stratify liver cirrhosis patients based on induced EC morphology. - Multivariate data analysis was performed to STRATIFY PATIENTS and identify discriminating morphological features.
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a clear overall distinction between controls and patients with decompensated cirrhosis. thelial cells and show that it may constitute a valuable tool to study the role of endothelial dys-

- Patients with compensated cirrhosis exhibited an intermediate phenotype, showing overlap with both controls and function in the disease trajectory of cirrhosis. We demonstrate that EC activation corresponds
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morphology and activation. tion in ECs of decompensated cirrhosis patients.

. Importantly, patients with CP-C cirrhosis showed a different EC phenotype, in which changes in mitochondrial mor-
phology were determined to be most discriminative.
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